CLUSTAL 0(1-2.4) multiple sequence alignment

AOAO13LPP4|AOAO13LPP4_9GAMM
AOAO011CWB9 | AOAO11CWB9_9GAMM
AOAO62MLD1 | AOAO62MLD1_ACIBA
AOA1V2UYB9| AOA1V2UYB9_9GAMM
S3THD1| S3THD1_ACIBA

AOAOR4J8H9 | AOAOR4J8H9_ACIBY
AOA171EKN4 | AOA171EKN4_ACIBA

AOAO13LPP4 | AOAOL3LPP4_9GAMM
AOAO11CWB9 | AOAOL11CWB9_9GAMM
AOA062MLD1 | AOAO62MLDL_ACIBA
AOA1V2UYB9| AOA1V2UYB9_9GAMM
S3THD1|S3THD1_ACIBA

AOAOR4J8H9 | AOAOR4JBHI_ACIBY
AOA171EKN4 | AOA171EKN4_ACIBA

AOAO13LPP4|AOAO13LPP4_9GAMM
AOA011CWB9]AOAO11CWB9_9GAMM
AOAO62MLD1 | AOAO62MLD1_ACIBA
AOA1V2UYB9 | AOA1V2UYB9_9GAMM
S3THD1|S3THD1_ACIBA

AOAOR4J8H9 | AOAOR4J8HI_ACIBY
AOA171EKN4 | AOA171EKN4_ACIBA

AOAO13LPP4]AOCAO13LPP4_9GAMM
AOAO011CWB9 | AOAO11CWB9_9GAMM
AOAO62MLD1 | AOAO62MLD1_ACIBA
AOA1V2UYB9 | AOA1V2UYB9_9GAMM
S3THD1|S3THD1_ACIBA

AOAOR4J8H9 | AOAOR4J8H9_ACIBY
AOA171EKN4 | AOA171EKN4_ACIBA

AOAO13LPP4|AOAO13LPP4_9GAMM
AOAO011CWB9 | AOAO11CWB9_9GAMM
AOAO62MLD1 | AOAO62MLD1_ACIBA
AOA1V2UYB9 | AOAL1V2UYB9_9GAMM
S3THD1| S3THD1_ACIBA

AOAOR4J8H9 | AOAOR4J8H9_ACIBY
AOA171EKN4 | AOA171EKN4_ACIBA

MTAIQPLFSELEPMPKASADAP IGIFDSGIGGMSVAAEIAKYLPNERIVYYADTAYVPYG
MTAIQPLFSELEPMPKASADAP IGIFDSGIGGMSVAAEIAKYLPNERIVYYADTAYVPYG
MTA1QPLFSELEPMPKASADAP IGIFDSGIGGMSVAAEIAKYLPNERIVYYADTAYVPYG
MTAIQPLFTELESMPKASADAP IGIFDSGIGGMSVAAEIARYLPNERIVYYADTAYVPYG
MTAIQPLFTELEPMPKALADAP IGIFDSGIGGMSVAAEIAKYLPNERIVYYADTAYVPYG
MTAIQPLFTELEPMPKALADAP IGIFDSGIGGMSVAAEIAKYLPNERIVYYADTAYVPYG
MTAIQPLFTELEPMPKALADAPIGIFDSGIGGMSVAAEIAKYLPNERIVYYADTAYVPYG

******** *x*k

PRSDQEIRELTARAVDWLYRQGCKIAVVACNTASAFSLDHLREHYGEHFP 1VGLVPALKP
PRSDEEIRELTARAVDWLYRQGCKIAVVACNTASAFSLDHLREHYGEHFP 1VGLVPALKP
PRSDEEIRELTARAVDWLYRQGCKIAVVACNTASAFSLDHLREHYGEHFP 1VGLVPALKP
PRSDDE IRELTARAVDWLYRQGCKIAVVACNTASAFSLDHLREHYGEHFP 1VGLVPALKP
PRSDEEIRELTARAVDWLYRQGCKIAVVACNTASAFSLDHLREHYGEHFP 1VGLVPALKP
PRSDEEIRELTARAVDWLYRQGCKIAVVACNTASAFSLDHLREHYGEHFP 1VGLVPALKP
PRSDEEIRELTARAVDWLYRQGCKIAVVACNTASAFSLDHLREHYGEHFP 1VGLVPALKP

AVLQTRSKVVAVLATPATFRGQL IKDVVEKFAVPAGVKVMTLTSLELVPCVEAGQQMGET
AVLQTRSKVVAVLATPATFRGQL IKDVVEKFAVPAGVKVMTLTSLELVPCVEAGQQMGEA
AVLQTRSKVVAVLATPATFRGQL IKDVVEKFAVPAGVKVMTLTSLELVPCVEAGQQMGEA
AVLQTRSKVVAVLATPATFRGQL IKDVVEKFAVPAGVKVMTLTNLELVPCVEAGQQMSPV
AVLQTRSKVVAVLATPATFRGQL IKDVVEKFAVPAGVKVMTLTSLELVPCVEAGQQMSPA
AVLQTRSKVVAVLATPATFRGQL I KDVVEKFAVPAGVKVMTLTSLELVPCVEAGQQMSPV
AVLQTRSKVVAVLATPATFRGQL IKDVVEKFAVPAGVKVMTLTSLELVPCVEAGQQMSPA

AEEAAAAEAAAAAAAXAAAAXAAAAXAAAAXAAAAXAAAXAXAAAAXAAAAKXNHX XA AAkdxhAhihikx

CLKALKEVLQPAAEQGADYLVLGCTHYPFLNQAIHHLFDNQFTLVDSGLAVARQTARILI
CLKALKEVLQPAAEQGADYLVLGCTHYPFLNQATHHLFDNQFTLVDSGLAVARQTARILI
CLKALKEVLQPAAEQGADYLVLGCTHYPFLNQAIHHLFDNQFTLVDSGLAVARQTARILI
CLNALKEVLQPAADQGADYLVLGCTHYPFLNEAIHHLFDNQFTLVDSGFAVARQTARILI
CLNALREVLQPAVEQGADYLVLGCTHYPFLNEAIHYLFDNQFTLVDSGLAVARQTARILI
CLNALREVLQPAVEQGADYLVLGCTHYPFLNEAITHHLFDNQFTLVDSGLAVARQTARILI
CLNALREVLQPAVEQGADYLVLGCTHYPFLNEAIHHLFDNQFTLVDSGLAVARQTARILI

** **- - -***-

KNELLCDQIGQNVARIECYVSGNNAEALQPVLQHMIPQELTWTLHNLN 288
KNELLCDQIGQNVARIECYVSGNNAEALQPVLQHL IPQELTWTLHNLN 288
KNELLCDQIGQNVARIECYVSGNNAEALQPVLQHMIPQELTWTLHNLN 288
KNELLCDQIRQNVARIECYVSGNNADALQPVLQNMIPQELTWTLHNLS 288
KNELLCDQMRQNVARIECYVSGNNADALQPVLQNMIPQELTWTLHNLS 288
KNELLCDQIRQNVARIECYVSGNNADVLQPVLQNMIPQELTWTLHNLS 288

KNELLCDQIRQNVARIECYVSGNNADVLQPVLQNMIPQELTWTLHNLS 288
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